SIM - Results of the Alignment of 2 Protein Sequences 
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Click here to view these alignments graphically with the LALNVIEW program (mime-type chemical/x- 
aln2). . 

Click here to download LALNVIEW (Unix, Mac and PC versions available). 

You can also have a look at a sample screen of LALNVIEW and access its documentation. 



Results of SIM with: 

Sequence 1: UserSeql, (211 residues) 
Sequence 2: RNH2_ARCFU (205 residues) 

using the parameters: 

Comparison matrix: BLOSUM62 
Number of alignments computed: 2 0 
Gap open penalty: 12 
Gap extension penalty: 4 




Evaluate the significance of this protein sequence similarity score using PRSS at EMBnet-CH. 



53.8% identity in 208 residues overlap; Score: 538.0; Gap frequency: 1.4% 

UserSeql , 1 MIAGIDEAGKGPVIGPLVICGVLCDEETVEYLKSVGVKDSKKLDRRKREELYNIIKSLCK 

RNH2_ARCFU 1 MKAG I DEAGKGCVI GPL WAGVAC SDE - - DRLRKLGVKDS KKL S QGRREELAEE I RKI CR 

★ ********* ****** ** * * * ******** **** * * 



UserSeql , 61 VKVLKI S VEDLNRLME YMS INE I LKRAYVE I I RSLMPKWYI DCPD INVERFKHE I EERT 

RNH2_ARCFU 59 TEVLKVS PENLDERMAAKT INE I LKECYAE 1 1 LRLKPE I AYVDS PDVI PERLSRELEE IT. 



*** * * * 



****** * *** * * * * ** ** * ** * 



UserSeql, 121 GVEVFASHKADEIYPIVSIASIVAKVERDFEIDKLKKIYGDFGSGYPSDLRTIEFLRSYL 

RNH2_ARCFU 119 GLRWAEHKADEKYPLVAAAS 1 1 AKVERERE I ERLKEKFGDFGSGYASDPRTREVLKEWI 

* * * ***** ** * *** ***** ** ** ******* ****** 



UserSeql, 181 REHKSFPPIVRKRWKTLKRLTTHTLSDF 

RNH2_ARCFU 179 ASGR- IPSCVRMRWKTVSNLRQKTLDDF 



* * * * * * * 



25.0% identity in 24 residues overlap; Score: 27.0; Gap frequency: 0.0% 
http://us.expasy.org/cgi-bin/sim.pl7prot 8/28/07 



I'M 



STIC-Biotech/ChemLib 




From: 

Sent: fjgjd / 
Subject: 



Ramirez, Delia 

Tuesday, July 03, 2007 3:00 PM 

STIC-Biotech/ChemLib 

10/526073 



Hi, . 
I would like to request the following search: SEQ ID NO:1 in the protein databases (commercial & interference); 
Please provide a printout of the results. 
Thank you very much, 



Delia M. Ramirez, Ph.D. 
Patent Examiner 

Recombinant Enzymes-Art Unit 1652 
USPTO 

400 Dulany Street, Remsen Bldg., 2D61, Mail room 2C70 

Alexandria, VA 22314 

(571)272-0938 

delia.ramirez@uspto.gov 




Searcher 
Searcher Phone 
Date Searcher Picked up:. 

Date completed: 

Searcher Prep Time: 

Online Time: 



********************* 

Type of Search 

NA# AA#: 

S/L: Oligomer: 

Encode/Transl :_ 

Structure #: 
Inventor: 



_Text:. 



Litigation: 



******************** 



Vendors and cost where applicable 

STN: 

DIALOG: 



QUESTEL/ORBIT:_ 
LEXIS/NEXIS: 



SEQUENCE SYSTEM:. 

WWW/Internet: 

Other (Specify): 



Search History Transcript , 

WEST Search History 




DATE: Tuesday, August 28, 2007 

Hide? ^ Qmxx 

DB=PGPB,USPT,EPAB,JPAB,DWPI; PLUR=YES; OP=OR 



n 


L10 


LI same archaeoglob$4 


n 


L9 


L7 and (Hokazono or uemori or tanaka or kato).in. 


□ 


L8 


L7 and takara.asn. 


n 


L7 


LI and archaeoglob$4 


□ 


L6 


L2 and takara.asn. 


□ 


L5 


12 and (Hokazono or uemori or tanaka or kato).in. 


□ 


L4 


L3 and archaeoglob$4 


□ 


L3 


L2 same (isolat$4 or clon$4 or purif$4 or characteri$4 or express$4 or recombina$4 


purif$4) 


n 


L2 


LI same (thermostab$4 or thermotoleran$4 or stable$4) 


□ ■ 


LI 


(rnas$2 same h) or (ribonucleas$3 same h) 



END OF SEARCH HISTORY 



http://jupiter2 :9000/bin/cgi-bin/srchhist.pl?state=klbuj'7. 1 3. 1 &f=toc 1 &userid=dramirez 



> d his full 



(FILE 'HOME' ENTERED AT 16:52:08 ON 28 AUG 2007) 

INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 
AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 
DRUGMONOG2, DRUGU, EMBAL, EMBASE, ENTERED AT 16:54:50 ON 28 AUG 2007 
SEA (RNAS?(2W)H##) OR (RIBONUCLEAS?(2W)H##) 



2 FILE ADISCTI 

8 FILE ADISINSIGHT 
236 FILE AGRICOLA 
22 FILE ANABSTR 

2 FILE ANTE 

1 FILE AQUALINE 
47 FILE AQUASCI 
287 FILE BIOENG 
3609 FILE BIOSIS 

407 FILE BIOTECHABS 
407 FILE BIOTECHDS 
1995 FILE BIOTECHNO 
402 FILE CABA 
5207 ' FILE CAPLUS 
37 FILE CEABA-VTB 
37 FILE CIN 
54 FILE CONFSCI 

3 FILE CROPU 

2 FILE DDFB 
174 FILE DDFU 
3869 FILE DGENE 
372 FILE DISSABS 

2 FILE DRUGB 
287 FILE DRUGU 

30 FILE EMBAL 
3019 FILE EMBASE 
1646 FILE ESBIOBASE 

4 FILEFROSTI 
14 FILEFSTA 

156669 FILEGENBANK 
1 FILEHEALSAFE 

703 FILE IFIPAT 
6 FILE IMSDRUGNEWS 
13 FILE IMSRESEARCH 
2090 FILE LIFESCI 
3697 FILE MEDLINE 

20 FILENTIS 
6 FILE OCEAN 

827 FILE PASCAL 
16 FILEPHAR 
4 FILE PHARMAML 
19 FILEPHIN 

148 FILE PROMT 

28 FILE PROUSDDR 

1 FILE RDISCLOSURE 
3214 FILE SCISEARCH 
1245 FILE TOXCENTER 
969 FILEUSGENE 

10171 FILE USPATFULL 

2 FILEUSPATOLD 
1145 FILE USPAT2 

2 FILE VETU 

3 FILE WATER 
616 FILEWPIDS • 

2 FILEWPIFV 
616 FILE WPINDEX 

9 FILE IPA 

11 FILE NAPRALERT 



180 FILE NLDB 

L1 QUE (RNAS?(2W) H##) OR (RIBONUCLEAS?(2W) H##) 



D RANK 

. FILE 'GENBANK, USPATFULL, CAPLUS, MEDLINE, BIOSIS, SCISEARCH, EMBASE, 
LIFESCI, BIOTECHNO, ESBIOBASE, TOXCENTER, USPAT2' ENTERED AT 17:05:51 ON 
28 AUG 2007 

L2 193707 SEA (RNAS?(2W) H##) OR (RIBONUCLEAS?(2W) H##) 

L3 1 967 SEA L2(S)(THERMOSTABL? OR THERMOTOLERAN? OR STABL?) 

L4 730 SEA L3(S)(ISOLAT? OR CLON? OR PURIF? OR CHARACTER? OR EXPRESS? 

OR RECOMBINA?) 
L5 36 SEA L4 AND ARCHAEOGLOB? 
L6 32 DUP REM L5 (4 DUPLICATES REMOVED) 

DTI L5 1-32 
L7 253 SEA L2 AND ARCHAEOGLOB? 
L8 81 SEA L2 (S) ARCHAEOGLOB? 
L9 58 DUP REM L8 (23 DUPLICATES REMOVED) 

DTI L9 1-59 

DIBIBABS 19 26 29 

D IBIB ABS 24 



Connecting via Winsock to STN 



Welcome to STN International! Enter x:x 

LOGINID : sssptal652dmr 

PASSWORD: 

TERMINAL (ENTER 1, 2, 3, OR ?):2 



* * * 


★ * 


* * 




* Welcome to STN International ********** 


NEWS 


1 






Web Page for STN Seminar Schedule - N. America 


NEWS 


2 


MAY 


01 


New CAS web site launched 


NEWS 


. 3 


MAY 


08 


CA/CAplus Indian patent publication number format defined 


NEWS 


4 


MAY 


14 


RDISCLOSURE on STN Easy enhanced with new search and display 










fields 


NEWS 


5 


MAY 


21 


BIOSIS reloaded and enhanced with archival data 


NEWS 


6 


MAY 


21 


TOXCENTER enhanced with BIOSIS reload' 


NEWS 


7 


MAY 


21 


CA/CAplus enhanced with additional kind codes for German 










patents 


NEWS 


8 


MAY 


22 


CA/CAplus enhanced with IPC reclassification in Japanese 










patents 


NEWS 


9 


JUN 


27 


CA/CAplus enhanced with pre- 1967 CAS Registry Numbers 


NEWS 


10 


JUN 


29 


STN Viewer now available 


NEWS 


11 


JUN 


29 


STN Express, Version 8.2, now available 


NEWS 


12 


JUL 


02 


LEMBASE coverage updated 


NEWS 


13 


JUL 


02 


LMEDLINE coverage updated 


NEWS 


14 


JUL 


02 


SCISEARCH enhanced with complete author names 


NEWS 


15 


JUL 


02 


CHEMCATS accession numbers revised 


NEWS 


16 


JUL 


02 


CA/CAplus enhanced with utility model patents from China 


NEWS 


17 


JUL 


16 


CAplus enhanced with French and German abstracts 


NEWS 


18 


JUL 


18 


CA/CAplus patent coverage enhanced 


NEWS 


19 


JUL 


26 


US PAT FULL /US PAT 2 enhanced with IPC. reclassification 


NEWS 


20 


JUL 


30 


USGENE now available on STN 


NEWS 


21 


AUG 


06 


CAS REGISTRY enhanced with new experimental property tags 


NEWS 


22 


AUG 


06 


BEILSTEIN updated with new compounds 


NEWS 


23 


AUG 


06 


FSTA enhanced with new thesaurus edition 


NEWS 


24 


AUG 


13 


CA/CAplus enhanced with additional kind codes for granted 










patents 


NEWS 


25 


AUG 


20 


CA/CAplus enhanced with CAS indexing in pre- 1907 records 


NEWS 


26 


AUG 


27 


Full-text patent databases enhanced with predefined 










patent family display formats from INPADOCDB 


NEWS 


27 


AUG 


27 


USPATOLD now available on STN 


NEWS 


28 


AUG 


28 


CAS REGISTRY enhanced with additional experimental 










spectral property data 


NEWS 


EXPRESS 


29 


JUNE 2007: CURRENT WINDOWS VERSION IS V8 . 2 , 



CURRENT MACINTOSH VERSION IS V6 . Oc (ENG) AND V6.0Jc(JP), 
AND CURRENT DISCOVER FILE IS DATED 05 JULY 2 007. 

NEWS HOURS STN Operating Hours Plus Help Desk Availability 
NEWS LOGIN Welcome Banner and News Items 

NEWS IPC8 For general information regarding STN implementation of IPC 8 

Enter NEWS followed by the item number or name to see news on that 
specific topic. 

All use of STN is subject to the provisions of the STN Customer 
agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 



of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

************** STN Columbus *************** 
FILE 'HOME ' ENTERED AT 16:52:08 ON 28 AUG 2007 

=> s (rnas? (2w) h##) or (ribonucleas? (2w) h##) 
THIS COMMAND NOT AVAILABLE IN THE CURRENT FILE 

Some commands only work in certain files. For example, the EXPAND 
command can only be used to look at the index in a file which has an 
index. ' Enter "HELP COMMANDS" at an arrow prompt (=>) for a list of 
commands which can be used in this file. 

=> index bioscience medicine 

FILE 'DRUGMONOG' ACCESS NOT AUTHORIZED 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 1.05 1.05 



INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 

' AQUASCI, BIOENG, BIOSIS, BIOTECHABS , BIOTECHDS , BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB , DDFU, DGENE , DISSABS, DRUGB , 
DRUGMONOG2, DRUGU, EMBAL, EMBASE, . ..' ENTERED AT 16:54:50 ON 2 8 AUG 2 007 

72 FILES IN THE FILE LIST IN STN INDEX 

Enter SET DETAIL ON to see search term postings or to view 
search error messages that display as 0* with SET DETAIL OFF. 

=> s (rnas? (2w) h##) or (ribonucleas? (2w) h##) 
2 FILE ADISCTI 
8 FILE ADISINSIGHT 
236 FILE AGRICOLA 
22 FILE ANABSTR 

2 FILE ANTE 

1 FILE AQUALINE 
7 FILES SEARCHED. . . 

4 7 FILE AQUASCI 
287 FILE BIOENG 
3609 FILE BIOSIS 

10 FILES SEARCHED. . . 

407 FILE BIOTECHABS 

11 FILES SEARCHED. . . 

4 07 FILE BIOTECHDS 
1995 FILE BIOTECHNO 
13 FILES SEARCHED... 

4 02 FILE CABA 
5207 FILE CAPLUS 
3 7 FILE CEABA-VTB 
37 FILE CIN 
17 FILES SEARCHED. . . 

54 FILE CONFSCI 

3 FILE CROPU 

2 FILE DDFB 
174 FILE DDFU 

3 8 69 FILE DGENE 
23 FILES SEARCHED... 

372 FILE DISSABS 

2 FILE DRUGB 
2 87 FILE DRUGU 
3 0 . FILE EMBAL 
• 3 019 FILE EMBASE 
2 9 FILES SEARCHED... 

1646 FILE ESBIOBASE 



30 FILES SEARCHED. . . 

4 FILE FROSTI 
14 FILE FSTA 
156669 FILE GENBANK 
35 FILES SEARCHED... 

1 FILE HEALS AFE 
703 FILE IFIPAT 

6 FILE IMSDRUGNEWS 
13 FILE IMSRESEARCH 
2090 FILE LIFESCI 
3697 FILE MEDLINE 
4 3 FILES SEARCHED. . . 

20 FILE NTIS 
6 FILE OCEAN 
827 FILE PASCAL 

4 7 FILES SEARCHED. . . 

16 FILE PHAR 
4 FILE PHARMAML 
. 19 FILE PHIN 
14 8 FILE PROMT 
53 FILES SEARCHED. . . 

2 8 FILE PROUSDDR 

1 FILE RDISCLOSURE 
3214 FILE SCISEARCH 
1245 FILE TOXCENTER 

5 9 FILES SEARCHED. . . 

969 FILE US GENE 
10171 FILE US PAT FULL 

2 FILE USPATOLD 
1145 FILE US PAT 2 

2 FILE VETU 

3 FILE WATER 
66 FILES SEARCHED. . . 

616 FILE WPIDS 
2 FILE WPIFV 
616 FILE WPINDEX 
9 FILE IPA 
11 FILE NAPRALERT 
71 FILES SEARCHED... 

180 FILE NLDB 

59 FILES HAVE ONE OR MORE ANSWERS, 72 FILES SEARCHED IN STNINDEX 
LI QUE (RNAS?(2W) H##) OR (RIBONUCLEAS? (2W) H##) 



= > d 


rank 




Fl 


156669 


GENBANK 


F2 


10171 


US PAT FULL 


F3 


5207 


CAPLUS 


F4 


3869 


DGENE 


F5 


3697 


MEDLINE 


F6 


3609 


BIOSIS 


F7 


3214 


SCISEARCH 


F8 


3019 


EMBASE 


F9 


2090 


LIFESCI 


F10 


1995 


BIOTECHNO 


Fll 


1646 


ESBIOBASE 


F12 


1245 


TOXCENTER 


F13 


1145 


US PAT 2 


F14 


969 


USGENE 


F15 


827 


PASCAL 


F16 


703 


IFIPAT 


F17 


616 


WPIDS 


F18 


616 


WPINDEX 


F19 


407 


, BIOTECHABS 



F2 0 


407 


BIOTECHDS 


F21 


402 


CAB A 


F22 


372 


DISSABS 


F23 


287 


BIOENG 


F24 


287 


DRUGU 


F25 


236 


AGRICOLA 


F2 6 


180 


NLDB 


F2 7 


174 


DDFU 


F2 8 


148 


PROMT 


F2 9 


54 


CONFSCI 


F3 0 


47 


AQUAS CI 


F31 


37 


CEABA-VTB 


F32 


37 


CIN 


F3 3 


30 


EMBAL 


F34 


28 


PROUSDDR 


F35 


22 


ANABSTR 


F3 6 


20 


NTIS 


F37 


19 


PHIN 


F38 


16 


PHAR 


F39 


14 


FSTA 


F4 0 


13 


IMSRESEARCH 


F41 


11 


NAPRALERT 


F4 2 


9 


IPA • 


F4 3 


8 


AD IS INSIGHT 


F44 


6 


IMSDRUGNEWS 


F4 5 


6 


OCEAN 


F46 


4 


FROSTI 


F4 7 


4 


PHARMAML 


F4 8 


, 3 


CROPU 


F4 9 


3 


WATER 


F50 


2 


ADISCTI 


F51 


2 


ANTE 


F52 


2 


DDFB 


F53 


2 


DRUGB 


F54 


2 


USPATOLD 


F55 


2 


VETU 


F56 


2 


WPIFV 


F57 


1 


AQUALINE 


F58 


1 


HEALSAFE 


F59 


1 


RD IS CLOSURE 



SINCE FILE . TO.TAL 

ENTRY SESSION 
11.34 12.39 

FILE 'GENBANK' ENTERED AT 17:05:51 ON 28 AUG 2007 

FILE ' US PAT FULL 1 ENTERED AT 17:05:51 ON 2 8 AUG 2 0 07 

CA INDEXING COPYRIGHT (C) 2 007 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'CAPLUS' ENTERED AT. 17:05:51 ON 28 AUG 2007 

USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 

PLEASE SEE "HELP USAGETERMS" FOR DETAILS. 

COPYRIGHT (C) 2007 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'MEDLINE' ENTERED AT 17:05:51 ON 28 AUG 2007 

FILE VBIOSIS' ENTERED AT 17:05:51 ON 28 AUG 2007 
Copyright (c) 2007 The Thomson Corporation 

FILE ' SCISEARCH' ENTERED AT 17:05:51 ON 28 AUG 2007 
Copyright (c) 2 007 The Thomson Corporation 



=> file fl-f3, f5-fl3 
COST IN U.S. DOLLARS 

FULL ESTIMATED COST 



FILE 1 EMBASE ' ENTERED AT 17:05:51 ON 28 AUG 2007 
Copyright (c) 2007 Elsevier B.V. All rights reserved. 



FILE 'LIFESCI' ENTERED AT 17:05:51 ON 28 AUG 2007 
COPYRIGHT (C) 2007 Cambridge Scientific Abstracts (CSA) 



FILE ' BIOTECHNO ' ENTERED AT 17:05:51 ON 28 AUG 2007 

COPYRIGHT (C) 2007 Elsevier Science B.V., Amsterdam. All rights reserved. 
FILE 1 ESBIOBASE ' ENTERED AT 17:05:51 ON 28 AUG 2007 

COPYRIGHT (C) 2007 Elsevier Science B.V., Amsterdam. All rights reserved. 

FILE 'TOXCENTER' ENTERED AT 17:05:51 ON 28 AUG 2007 
COPYRIGHT (O.2007 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 1 USPAT2 ' ENTERED AT 17:05:51 ON 28 AUG 2007 ' 

CA INDEXING COPYRIGHT (C) 2 0 07 AMERICAN CHEMICAL SOCIETY (ACS) 

=> s (rnas? (2w) h##) or (ribonucleas? (2w) h##) 

4 FILES SEARCHED. . . 

6 FILES SEARCHED. ... 

9 FILES SEARCHED. 
10 FILES SEARCHED... x 
L2 193707 (RNAS?(2W) H##) OR (RIBONUCLEAS? (2 W) H##) 

=> s 12 (s) (thermostabl? or thermotoleran? or stabl?) 

L3 1967 L2 (S). (THERMOSTABL? OR THERMOTOLERAN? OR STABL?) 

=> s 13 (s) (isolat? or clon? or purif? or character? or express? or recombina?) 

3 FILES SEARCHED. . . 

9 FILES SEARCHED . . . 
10 FILES SEARCHED. . . 
L4 730 L3(S) (ISOLAT? OR CLON? OR PURIF? OR CHARACTER? OR EXPRESS? OR 



RECOMBINA?) 



= > s 
L5 



14 and archaeoglob? 

36 L4 AND ARCHAEOGLOB? 



=> dup rem 15 

DUPLICATE IS NOT AVAILABLE IN 1 GENBANK 1 . 

ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 

PROCESSING COMPLETED FOR L5 

L6 32 DUP REM L5 (4 DUPLICATES REMOVED) 



=> d ti 15 1-32 



L5 



ANSWER 1 OF 3 6 



GENBANK® COPYRIGHT 2 0 07 on STN 



TITLE (TI) : 



Identification and characterization of a new 
conjugation/ type IVA secretion system (trb/tra) of L. 
pneumophila Corby localized on a mobile genomic island 
Direct Submission 



TITLE (TI) : 



L5 



ANSWER 2 OF 3 6 



GENBANK® COPYRIGHT 2 0 07 on STN 



TITLE (TI) : 



Complete DNA sequence of a serogroup A strain of 
Neisseria meningitidis Z2491 
Direct Submission 



TITLE (TI) : 



L5 



ANSWER 3 OF 3 6 



GENBANK® COPYRIGHT 2 007 on STN 



TITLE (TI) : 
TITLE (TI) : 



Complete genome of the mutualistic, N2 -fixing grass 
endophyte Azoarcus sp . strain BH72 
Direct Submission 



L5 ANSWER 4 OF 36 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 5 OF 36 

TITLE (TI) : 

TITLE (TI) : 
L5 . ANSWER 6 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 7 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 8 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 9 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 10 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 

L5 ANSWER 11 OF 3 6 

TITLE (TI) : 
TITLE (TI) : 

L5 ANSWER 12 OF 3 6 

TITLE (TI) : 

. TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 13 OF 3 6 
TITLE (TI) : 
TITLE (TI) : 



GENBANK® COPYRIGHT 2 007 on STN 

The genome of Rhizobium leguminosarum has recognizable 
core and accessory components 
Direct Submission 

• GENBANK® COPYRIGHT 2 007 on STN 

The genome of Rhizobium leguminosarum has recognizable 
core and accessory components 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

The complete genome sequence of the European 
Francisella tularensis subspecies tularensis isolate 
FSC 198 suggests that it is derived from the archetypal 
laboratory strain Schu S4 , originally isolated in North 
America 

Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

The Genome of Sulfolobus acidocaldarius , a Model 
Organism of the Crenarchaeota 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

The complete genome sequence of Francisella tularensis, 
the causative agent of tularemia 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

Thermoadaptation trait revealed by the genome sequence 
of thermophilic Geobacillus kaustophilus 
Direct Submission 

GENBANK® COPYRIGHT 2 0 07 on STN 

Genome sequence of Streptococcus mutans UA15 9, a 
cariogenic dental pathogen 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

Genome Sequence of Yersinia pestis KIM 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

Genome sequence of Yersinia pestis, the causative agent 
of plague 

Annotation and evolutionary relationships of a small 
regulatory RNA gene micF and its target ompF in 
Yersinia species 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN 

The genome sequence of the food-borne, pathogen 
Campylobacter jejuni reveals hypervariable sequences 
Re-annotation of Campylobacter jejuni NCTC11168 



TITLE (TI) : 
TITLE (TI) : 



Direct Submission 
Direct Submission 



GENBANK® COPYRIGHT 2 0 07 on STN 

The genome sequence of the enterobacterial 
phytopathogen Erwinia carotovora subsp . atroseptica 
SCRI1043 and functional genomic identification of novel 
virulence factors 
Direct Submission 

GENBANK® COPYRIGHT 2007 on STN 

Complete genome sequence of the model actinomycete 
Streptomyces coelicolor A3 (2) 
Direct Submission 

GENBANK® COPYRIGHT 2 007 on STN . 

Complete genome sequence of an Ml strain of 
Streptococcus pyogenes 
Direct Submission 

L5 ANSWER 17 OF 3 6 US PAT FULL on STN 

TI Primers for synthesizing full-length cDNA and their use 

L5 ANSWER 18 OF 3 6 USPATFULL on STN 
TI Thermostable ribonuclease h 

L5 ANSWER 19 OF 3 6 USPATFULL on STN 

TI Method for amplifying nucleic acid sequence 

L5 ANSWER 2 0 OF 36 USPATFULL on STN 

TI Method for amplifying nucleic acid sequence 

L5 ANSWER 21 OF 3 6 USPATFULL on STN 
TI Nucleic and amplification methods 

L5 ANSWER 22 OF 3 6 USPATFULL on STN 

TI Method of detecting pathogenic microorganism 

L5 ANSWER 23 OF 3 6 USPATFULL on STN 
TI Thermotolerant ribonuclease h 

L5 ANSWER 2 4 OF 3 6 USPATFULL on STN 

TI Nucleic acid encoding 5' -3' exonuclease of bacteriophage RM 378 

L5 ANSWER 2 5 OF 3 6 USPATFULL on STN 

TI Nucleic acid encoding 3 , -5' exonuclease of bacteriophage RM 378 

L5 ANSWER 2 6 OF 3 6 USPATFULL on STN 

TI Nucleic acid encoding RNA ligase of bacteriophage RM 378 

L5 ANSWER 2 7' OF 3 6 USPATFULL on STN 

TI Nucleic acid encoding DNA polymerase of bacteriophage RM 378 

L5 ANSWER 2 8 OF 3 6 USPATFULL on STN 
TI RNA ligase of bacteriophage RM 378 

L5 ANSWER 2 9 OF 3 6 USPATFULL on STN 

TI Nucleic acid encoding DNA helicase of bacteriophage RM 378 

L5 ANSWER^ 3 0 OF 3 6 USPATFULL on STN 

TI Method for amplifying nucleic acid sequence 



L5 ANSWER 14 OF 3 6 
TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 15 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 
L5 ANSWER 16 OF 3 6 

TITLE (TI) : 

TITLE (TI) : 



L5 ANSWER 31 OF 3 6 US PAT FULL on STN 

TI Bacteriophage RM 378 of a thermophilic host organism 

L5 ANSWER 32 OF 3 6 CAPLUS COPYRIGHT 2 007 ACS on STN 
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AB RNA interference (RNAi) is a conserved sequence- specif ic gene regulatory 
mechanism mediated by the RNA- induced silencing complex (RISC) , which is 
composed of a single -stranded guide RNA and an Argonaute protein. The PIWI 
domain, a highly conserved motif within Argonaute, has been shown to adopt 
an RNase H fold critical for the endonuclease cleavage 
activity of RISC. Here we report the crystal structure of 
Archaeoglobus fulgidus Piwi protein bound to double -stranded RNA, 
thereby identifying the binding pocket for guide-strand 5'- end 
recognition and providing insight into guide-strand-mediated messenger RNA 
target recognition. The phosphorylated 5' end of the guide RNA is anchored 
within a highly conserved basic pocket, supplemented by the 
carboxy- terminal carboxylate and a bound divalent cation. The first 
nucleotide from the 5 1 end of the guide RNA is unpaired and stacks over a 
conserved tyrosine residue, whereas successive nucleotides form a 
four-base-pair RNA duplex. Mutation of the corresponding amino acids that 
contact the 5' phosphate in human Ago2 resulted in attenuated mRNA 
cleavage activity. Our structure of the Piwi -RNA complex, and that 
determined elsewhere, provide direct support for the 5' region of the 
guide RNA serving as a nucleation site for pairing with target mRNA and 
for a fixed distance separating the RISC-mediated mRNA cleavage site from 
the anchored 5' end of the guide RNA. 
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AB A convenient and effective method for amplifying a nucleic acid sequence 
characterized by effecting a DNA synthesis reaction in the presence of 
chimeric oligonucleotide primers; a method for supplying a large amount 
of DNA amplification fragments; an effective method for amplifying a 
nucleic acid sequence by combining the above method with another nucleic 
acid sequence amplification method; a method for detecting a nucleic 
acid sequence for detecting or quantitating a microorganism such as a 
virus, a bacterium, a fungus or a yeast; and a method for detecting a 
DNA amplification fragment obtained by the above method in situ. 
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Archaeoglobus fulgidus RNase 
HII in DNA Replication: Enzymological 

Functions and Activity Regulation via Metal Cofactors 
Chai, Qing; Qiu, Junzhuan; Chapados, Brian R. ; Shen, 
Binghui 

Department of Cell and Tumor Biology, City of Hope 
National Medical Center, Duarte, CA, 91010, USA 
Biochemical and Biophysical Research Communications 
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Academic Press 
Journal 
English 

RNA primer removal during DNA replication is dependent on ribonucleotide- 
and structure-specific RNase H and FEN- 1 nuclease activities. A specific 
RNase H involved in this reaction has long been sought. RNase 
HII is the only open reading frame in Archaeoglobus 
fulgidus genome, while multiple RNases H exist in 

eukaryotic cells. Data presented here show that RNase HII from A. . 
fulgidus (aRNase HII) specifically recognizes RNA -DNA junctions and 
generates products suited for the FEN-1 nuclease, indicating its role in 
DNA replication. Biochem. characterization of aRNase HII activity in the 
presence of various divalent metal ions reveals a broad metal tolerance 
with a preference for Mg2+ and Mn2+. Combined mutagenesis, biochem. 
competitions, and metal -dependent activity assays further clarify the 
functions of the identified amino acid residues in substrate binding or 
catalysis, resp. These expts . also reveal that Aspl29 form a second-metal 
binding site, and thus contribute to activity attenuation. (c) 2001 
Academic Press. 
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AB The present invention provides thermostable RNase H of 

Archaeoglobus profundus, encoding gene, and methods for production by 
genetic engineering. An RNase H gene was cloned from 
Archaeoglobus profundus and expressed in E. coli. Thermostability 
was studied and its utility in detection of HBV X protein gene via ICAN 
system was demonstrated. 
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L4 730 SEA L3 (S) (ISOLAT? OR CLON? OR PURIF? OR CHARACTER? OR EXPRESS? 

OR RECOMBINA?) 
L5 y 36 SEA L4 AND ARCHAEOGLOB? 

L6 32 DUP REM L5 (4 DUPLICATES REMOVED) 

D TI L5 1-32 
L7 2 53 SEA L2 AND ARCHAEOGLOB? 



81 SEA L2 (S) ARCHAEOGLOB? 

58 DUP REM L8 (23 DUPLICATES REMOVED) 

D TI L9 1-59 

D IBIB ABS 19 26 29 

D IBIB ABS 24 



FILE HOME 
FILE STN INDEX 
•FILE GENBANK 

GENBANK (R) IS A REGISTERED TRADEMARK OF . THE U.S. DEPARTMENT" 
OF HEALTH AND HUMAN SERVICES. 

This file contains CAS Registry Numbers for easy and accurate 
substance identification. 

FILE US PAT FULL 

FILE COVERS 1971 TO PATENT PUBLICATION DATE: 28 Aug 2007 ( 2 007082 8/PD) 

FILE LAST UPDATED: 28 Aug 2007 (2007082 8/ED) 

HIGHEST GRANTED PATENT NUMBER: US 7263724 

HIGHEST APPLICATION PUBLICATION NUMBER: US2007199122 

CA INDEXING IS CURRENT THROUGH 2 8 Aug 2 007 (2 0 07 082 8/UPCA) 

ISSUE CLASS FIELDS (/INCL) CURRENT THROUGH: 28 Aug 2007 (20070828/PD) 

REVISED CLASS FIELDS (/NCL) LAST RELOADED: Jun 2007 

USPTO MANUAL OF CLASSIFICATIONS THESAURUS ISSUE DATE: Jun 2007 



FILE CAPLUS 

Copyright of the articles to which records in this database refer is 
held by the publishers listed in the PUBLISHER (PB) field (available 
for records published or updated in Chemical Abstracts after December 
26, 1996), unless otherwise indicated in the original publications. 
The CA Lexicon is the copyrighted intellectual property of the 
American Chemical Society and is provided to assist you in searching 
databases on STN. Any dissemination, distribution, copying, or storing 
of this information, without the prior written consent of CAS, is 
strictly prohibited. 

FILE COVERS 1907 - 28 Aug 2007 VOL 147 ISS 10 
FILE LAST UPDATED: 27 Aug 2007 ( 2 007 0 82 7/ED) 

Effective October 17, 2005, revised CAS Information Use Policies apply. 
They are available for your review at: 

http : //www. cas . org/inf opolicy . html 

FILE MEDLINE 

FILE LAST UPDATED: 25 Aug 2007 ( 2 0 07 0 82 5/UP) . FILE COVERS 1950 TO DATE. 

This file contains CAS Registry Numbers for easy and accurate 
substance identification. 

FILE BIOSIS 

FILE COVERS 1926 TO DATE. 

CAS REGISTRY NUMBERS AND CHEMICAL NAMES (CNs) PRESENT 
FROM JANUARY 192 6 TO DATE. 

RECORDS LAST ADDED: 22 August 2007 (20070822/ED) 

BIOSIS has been augmented with 1.8 million archival records from 1926 
through 1968. These records have been re-indexed to match current- 



